Plasmids and antibodies. Mouse Edar cDNA (BC068315) was purchased from ATCC and cloned into pEGFP-N1 plasmid (Clontech). Tfg promoter luciferase reporter plasmid (Tfg-luc) was constructed by cloning Tfg promoter (500bp) into pGL4.14 luc plasmid (Promega). Eda-A1-Myc expression plasmid was previously constructed by our lab. Briefly, mouse Eda-A1 cDNA (AF016628) was cloned into pFlag-CMV20 plasmid with an additional c-terminal Myc tag. Flag-tagged NF-kB subunits expression plasmids and BAF250a-V5 expression plasmid were from Addgene.
BRG1WT and BRG1Mu (K798R) expression plasmids were provided by Dr.
Weidong Wang. Antibodies used in this study are listed in Table S3 .
Conditioned medium collection and promoter luciferase reporter assay.
Eda-A1 CM was produced as previously described (1). Briefly, HEK293 cells (2×10 8 ) were transfected with 100 µg Eda-A1 plasmids for 16 h, and then changed to culture in DMEM medium with 1% FBS. After 24 h, medium was concentrated 10-fold using Centricon Plus-10 filters (Millipore) and stored at -80°C until use. We performed the luciferase reporter assays using a dualluciferase kit (Promega). HaCaT or Kera308 cells (1×10 6 /500 μl DMEM)
were transiently transfected with 100 ng of Renilla luciferase vector (Promega) and 1 µg of pNFkB-luc (Stratagene) or Tfg-luc, using the Nucleofector system (Lonza). After transfection for 24 h, cells were incubated with or without Eda-A1 CM for 16 h, then firefly and Renilla luciferase activity was measured according to the manufacturer's instructions.
The firefly luciferase activity was normalized to Renilla luciferase activity.
Gel filtration, mass spectral analysis, immunoprecipitation (IP), gel silver staining and Western blotting. BAF complex was directly immunopurified with a BAF170 antibody from HaCaT nuclear extract by using an IP protocol as described (2). The superpose 6 gel-filtration analysis, western blotting, immunoprecipitation and Mass spectral analysis has been described (3). Gel silver staining was performed using the SilverQuestTM silver staining kit (Invitrogen).
In vitro protein synthesis and protein-protein binding assay. Proteins were synthesized using the T7 TNT quick coupled transcription/translation kit based on rabbit reticulocyte lysates system (Promega), according to the manufacturer's instructions. Briefly, five NF-kBs were synthesized using cFlag-tagged expression plasmids (Addgene) as templates. BAF components and Tfg protein were synthesized using cDNA (Addgene or Dharmacon) as templates. T7 promoter and Flag/HA tag were fused into each BAF or Tfg cDNA by PCR, according to the manufacturer's instructions.
The PCR primers used were listed in Table S4 and PCR products were purified using a DNA purification kit (Qiagen). The synthesized proteins were purified with a Flag or HA affinity gel (Sigma Aldrich). Protein-protein incubation (1:1) were set up in tubes and rotated at 4°C for overnight and followed by further IP-western blotting experiments.
NF-kB oligonucleotide immunoprecipitation. 200ul Nuclear extracts were diluted into 1ml IP buffer and incubated with 20ul NF-kB mutant or consensus oligonucleotide (oligo) agarose beads (Santa Cruz) at 4°C for overnight rotation. The oligo beads were washed and eluted by following the supplier's protocol.
Mice. All research was conducted according to the guidelines of the Office of Animal Care and Use in the NIH Intramural Program, and all animal study protocols were approved by the NIA Animal Care and Use Committee (ACUC). Skin-specific BAF250a knockout mice (BAF250a cKO) were generated by crossing the BAF250a loxP/loxP mice (provided by Dr. Zhong Wang) with the K14-Cre mice. Tabby mice were purchased from The Jackson Laboratory. Two sets of timed mating were set up. WT C57BL/6J male mice were crossed with Tabby females to get Tabby homozygote and WT progeny. Skin tissues were excised under dissection microscopy and were fixed, cultured or stored at -80°C until use. Livers were used to provide DNA for genotyping. Genotyping for BAF250a, K14-Cre, Tabby and WT mice was carried out by PCR.
Histology and immunohistochemistry. As a described protocol before (1, 4), eyelids or back skin from mice at each time point were fixed in 10% formaldehyde and embedded in paraffin and 5 µm sections were then cut for H&E staining or immunofluorescence. Images were then collected by DeltaVision microscopy.
Eyelid organotypic culture and MG length measurement. Eyelid skin from embryos at E15.5 was separated and cultured as previously described Individual genes with P value <0.05, Z ratio >1.5, and FDR <0.03 were considered significantly changed. qPCR was performed using SYBR Green PCR master mix (Applied Biosystems) and all primers were listed in Table S4 .
Promoter analysis and chromatin immunoprecipitation. Core promoter analysis was carried out using a computational program ConTra v2 (http://bioit.dmbr.ugent.be/contrav2/index.php). Chromatin was extracted from cells or skin tissues and immunoprecipitated with a Chromatin-IP kit (Cell Signaling Technology) following the supplier's protocol. Treated DNA was amplified by qPCR. Antibodies used in this study were listed in Table   S3 , and primers used are listed in Table S4 .
DNase sensitivity assay. HaCaT, T47D or SW13 cells were cultured in DMEM plus 10% FBS. The cells were extracted 48 h after transfection with siRNA, empty vector, or expressing vectors coding BAF250a, BRG1WT, or BRG1Mu. Nuclei isolation and DNase digestion were performed as previously described, with modifications. Nuclei were isolated by incubation for 10 min on ice with 5 ml lysis buffer (20 mM Tris-HCl pH 7.5, 3 mM CaCl2, 2 mM MgCl2, 0.5% Nonidet P-40, 1x protease inhibitor cocktail) followed by Dounce homogenization. Nuclei were collected by centrifugation at 1000g for 10 min. Nuclei were washed twice in resuspension buffer (10 mM TrisHCl pH 7.5, 10 mM NaCl, 3 mM MgCl2) and pelleted by centrifugation at 1000g for 10 min. Nuclei were then resuspended in 1 ml resuspension buffer and nuclei were counted. Additional resuspension buffer was used to generate equal concentrations of nuclei between samples. Nuclei were aliquoted into microcentrifuge tubes and incubated at 37°C for 5 min.
Different concentration of DNase (1U, 2U and 5U) was added to each of the aliquoted samples with the exception of the undigest control and the samples were incubated at 37°C. Digestion was stopped by addition of an equal volume of stop buffer (20 mM Tris pH 7.5, 200 mM NaCl, 2 mM EDTA, 1% SDS, 200 μg/ml proteinase K). Reaction mixtures were incubated overnight at 37°C, followed by DNA purification using a kit (Qiagen). DNA was measured on a Nanodrop 3000 and equal amounts of DNA were analyzed by qPCR using the appropriate primers (Table S4) . Tttttttttttttttttttttttttttttttcacttgtcgtcatcgt  ctttgtagtcctcatcatccgtcccacttccttctg  BAF170-TNT F  ccgtcatagttaatacgactcactatagggga  ctaaccaccatggcggtgcggaagaaggac  ggcggcccca  BAF170-TNT R  tttttttttttttttttttttttttttttttcacttgtcgtcatcgt  ctttgtagtcctgtggaggtggcacaggggtga  BAF155-TNT F  ccgtcatagttaatacgactcactataggggg  ctaaccaccatggccgcagcggcgggcggc  ggcg  BAF155-TNT R  tttttttttttttttttttttttttttttttcacttgtcgtcatcgt  ctttgtagtcaggagcagctgaggctggcggg  c  BAF60a-TNT F  ccgtcatagttaatacgactcactatagggga  ctaaccaccatggcggcccgggcgggtttcc  agtc  BAF60a-TNT R  ttttttttttttttttttttttttttttttctacttgtcgtcatcgt  ctttgtagtctgtattccggattcccagggcttgc  tc  BAF60b-TNT F  ccgtcatagttaatacgactcactatagggga  ctaaccaccatgtcgggccgaggcgcgggc  gg BAF60b-TNT R  ttttttttttttttttttttttttttttttttacttgtcgtcatcgt  ctttgtagtcggtcaggcgaattcccagcacct  gt  BAF57-TNT F  ccgtcatagttaatacgactcactataggggg  ctaaccaccatgtcaaaaagaccatcttatgc  ccc  BAF57-TNT R  ttttttttttttttttttttttttttttttttacttgtcgtcatcgt  ctttgtagtcttcttttttctcatcttctggtatggg  BAF45d-TNT F  ccgtcatagttaatacgactcactataggggg  ctaaccaccatggcggctgtggtggagaatgt  agtg  BAF45d-TNT R  ttttttttttttttttttttttttttttttttacttgtcgtcatcgt  ctttgtagtcagaggagttctggttctggtagat  gg  SNF5-TNT F  ccgtcatagttaatacgactcactataggggg  ctaaccaccatgatgatgatggcgctgagca  agacc  SNF5-TNT R  Ttttttttttttttttttttttttttttttttacttgtcgtcatcgt  ctttgtagtcccaggccggggccgtgttggcaag  SS18-TNT F  ccgtcatagttaatacgactcactataggggg  ctaaccaccatgtctgtggctttcgcggccccg  aggca  SS18-TNT R  ttttttttttttttttttttttttttttttttacttgtcgtcatcgt  ctttgtagtcctgctggtaatttccatactgtccct  ggtcat  Tfg-TNT F  ccgtcatagttaatacgactcactataggggg  ctaaccaccatgaacggacagttggatctaa  gtgggaagcta  Tfg-TNT R  ttttttttttttttttttttttttttttttttaagcgtagtctgg  gacgtcgtatgggtatcgataaccaggtccag  gttgggt 
SI References
#pept %cov #pept %cov #pept %cov BAF250a (Arid1a) 109(54) 22.4 230(97) 45.1 0 0 0 0 BRG1 (Smarca4) 42(30) 27.9 111(45) 38.1 0 0 4(2) 3.6 BRM (Smarca2) 67(42) 27.3 136(71) 44.3 0 0 3(3) 1.9 BAF170 (Smarcc2) 229(64) 38.6 213(61) 49.0 0 0 12(12) 11.4 BAF155 (Smarcc1) 65(26) 21.6 150(35) 31.3 0 0 1(1) 0.8 BAF60a (Smarcd1) 34(23) 43.7 51(32) 55.1 0 0 1(1) 2.5 BAF60b (Smarcd2) 46(21) 39.7 61(28) 51.9 0 0 1(1) 3.8 BAF57 (Smarce1) 70(28) 74.9 61(31) 75.4 0 0 2(2) 5.6 BAF45d (Dpf2) 19(12) 34.8 20(11) 30.1 0 0 1(1) 3.8 SNF5 (Smarcb1) 20(13) 30.9 91(21) 46.7 0 0 1(1) 3.4 SS18 (SS18) 2(2) 2.8 4(2) 2.8 0 0 1(1) 2.9 BAF180 (PBRM1) 30(26) 16.8 117(67) 38.7 0 0 0 0 BAF200 (Arid2) 20(18) 15.1 96(49) 32.8 0 0 0 0
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